Suppl. Table 3 . Primers used in the study.
Suppl. Fig. 1 . The top ten fungal species in blast hits classified based on species resulting from the query of Colletotrichum lentis unigenes against the non-redundant protein database using blastx. The number within or next to slices represent the number of unigenes.
Suppl. Fig. 2 . The top ten plant species in blast hits classified based on the species resulting from the query of Lens culinaris cultivar Eston unigenes against the nonredundant protein database using blastx. The number within or next to slices represent the number of unigenes.
Suppl. Fig. 3. Comparative analysis of major enzyme classes. Proteins encoded by
Colletotrichum lentis and Lens culinaris unigenes were mapped onto the KEGG pathways, and major enzyme classes were compiled as a comparative bar chart. Suppl. Fig. 6 . Phylogenetic analysis of homologs of LcSNC1 from Lens culinaris. An unrooted phylogenetic tree was constructed using the randomized axelerated maximum likelihood (RAxML) 
